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Missense Tolerance Ratio (MTR)  

ClinVar Pathogenic not specified as DNM ClinVar Pathogenic de novo specified

ClinVar Benign Population Control: Novel Missense (DiscovEHR)

Population Control: Novel Missense in ClinVar Genes (DiscovEHR)

Mann-Whitney U test comparing to Novel Population Missense Variants (DiscovEHR)
835 ClinVar Pathogenic variants speci�ed as DNM (p<10-300)

24,900 ClinVar Pathogenic variants not speci�ed as DNM (p<10-300)

Group 25% Median 75%
Exome-Wide 0.776 0.887 0.985

ClinVar Pathogenic DNM 0.366 0.565 0.747
ClinVar Pathogenic Other 0.664 0.825 0.943

ClinVar Benign 0.835 0.922 1.006
Novel Control Missense (DiscovEHR) 0.785 0.892 0.991

Novel Control Missense in ClinVar Genes (DiscovEHR) 0.776 0.885 0.982

exome-wide percentile 5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70% 75% 80% 85% 90% 95% 100%
MTR value 0.5462 0.6477 0.7041 0.744 0.7757 0.8024 0.8262 0.8476 0.8678 0.8872 0.9061 0.9249 0.9441 0.9641 0.9854 1.009 1.0363 1.0707 1.1228 1.6099


